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SEQUENCE LISTING 



<110> 


Cancer Care Ontario 




Lee, Jonathan M. 


<120> 


EEF1A2 FOR USE IN THE 


<130> 


PTQ-0041PCT 


<150> 


US 60/387,231 


<151> 


2002-06-07 


<160> 


9 


<170> 


Patentln version 3.1 


<210> 


1 


<211> 


14 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Synthetic 


<400> 


1 



Gly Lys Pro lie Pro Asn Pro Leu Leu Gly Leu Asp Ser Thr 
i 5 .10 



<210> 2 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<:400> 2 

cttttgctgg gagtgtgagg 



<210> 3 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 3 

gctgggagtg tgtgaggggc tg 



<210> 4 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 
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<400> 4 

ggttgctgtg ggcttgagt 19 

<210> 5 

<211> 1841 

<212> DNA 

<213> Homo sapien 

<400> 5 



actgcgccgc 


caccgtcaat 


aggtggaccc 


cctcccggag 


ataaaaccgc 


cggcgccggc 


60 


gccgccagtc 


cctctggctg 


agacctcggc 


tccggaatca 


ctgcagcccc 


cctcgccctg 


120 


agccagagca 


ccccgggtcc 


cgccagcccc 


tcacactccc 


agcaaaatgg 


gcaaggagaa 


180 


gacccacatc 


aacatcgtgg 


tcatcggcca 


cgtggactcc 


ggaaagtcca 


ccaccacggg 


240 


ccacctcatc 


tacaaatgcg 


gaggtattga 


caaaaggacc 


attgagaagt 


tcgagaagga 


300 


ggcggctgag 


atggggaagg 


gatccttcaa gtatgcctgg 


gtgctggaca 


agctgaaggc 


360 


ggagcgtgag 


cgcggcatca 


ccatcgacat 


ctccctctgg 


aagttcgaga 


ccaccaagta 


420 


ctacatcacc 


atcatcgatg 


cccccggcca 


ccgcgacttc 


atcaagaaca 


tgatcacggg 


480 


tacatcccag 


gcggactgcg 


cagtgctgat 


cgtggcggcg ggcgtgggcg 


agttcgaggc 


540 


gggcatctcc 


aagaatgggc 


agacgcggga 


gcatgccctg 


ctggcctaca 


cgctgggtgt 


600 


gaagcagctc 


atcgtgggcg 


tgaacaaaat 


ggactccaca 


gagccggcct 


acagcgagaa 


660 


gcgctacgac 


gagatcgtca 


aggaagtcag 


cgcctacatc 


aagaagatcg 


gctacaaccc 


720 


ggccaccgtg 


ccctttgtgc 


ccatctccgg 


ctggcacggt 


gacaacatgc 


tggagccctc 


780 


ccccaacatg 


ccgtggttca 


agggctggaa 


ggtggagcgt 


aaggagggca 


acgcaagcgg 


840 


cgtgtccctg 


ctggaggccc 


tggacaccat 


cctgcccccc 


acgcgcccca 


cggacaagcc 


900 


cctgcgcctg 


ccgctgcagg 


acgtgtacaa 


gattggcggc 


attggcacgg 


tgcccgtggg 


960 


ccgggtggag 


accggcatcc 


tgcggccggg 


catggtggtg 


acctttgcgc 


cagtgaacat 


1020 


caccactgag 


gtgaagtcag 


tggagatgca 


ccacgaggct 


ctgagcgaag 


ctctgcccgg 


1080 


cgacaacgtc 


ggcttcaatg 


tgaagaacgt 


gtcggtgaag 


gacatccggc 


ggggcaacgt 


1140 


gtgtggggac 


agcaagtctg 


acccgccgca 


ggaggctgct 


cagttcacct 


cccaggtcat 


1200 


catcctgaac 


cacccggggc 


agattagcgc 


cggctactcc 


ccggtcatcg 


actgccacac 


1260 


agcccacatc 


gcctgcaagt 


ttgcggagct 


gaaggagaag 


attgaccggc 


gctctggcaa 


1320 


gaagctggag 


gacaacccca 


agtccctgaa 


gtctggagac 


gcggccatcg 


tggagatggt 


1380 


gccgggaaag 


cccatgtgtg 


tggagagctt 


ctcccagtac 


ccgcctctcg 


gccgcttcgc 


1440 


cgtgcgcgac 


atgaggcaga 


cggtggccgt 


aggcgtcatc 


aagaacgtgg 


agaagaagag 


1500 
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cggcggcgcc ggcaaggtca ccaagtcggc gcagaaggcg cagaaggcgg gcaagtgaag 1560 

cgcgggcgcc cgcggcgcga ccctccccgg cggcgccgcg ctccgaaccc cggcccggcc 1620 

cccgccccgc ccccgccccg cgcgccgctc cggcgccccg cacccccgcc aggcgcatgt 168 0 

ctgcacctcc gcttgccaga ggccctcggt cagcgactgg atgctcgcca tcaaggtcca 1740 

gtggaagttc ttcaagagga aaggcgcccc cgccccaggc ttccgcgccc agcgctcgcc 1800 

acgctcagtg cccgttttac caataaactg agcgacccca g 1841 

<210> 6 

<211> 463 

<212> PRT 

<213> Homo sapien 

<400> 6 

Met Gly Lys Glu Lys Thr His He Asn He Val Val He Gly His Val 
1 5 10 15 

Asp Ser Gly Lys Ser Thr Thr Thr Gly His Leu He Tyr Lys Cys Gly 
20 25 30 

Gly He Asp Lys Arg Thr He Glu Lys Phe Glu Lys Glu Ala Ala Glu 
35 40 45 

Met Gly Lys Gly Ser Phe Lys Tyr Ala Trp Val Leu Asp Lys Leu Lys 
50 55 60 

Ala Glu Arg Gl SEQUENCE LISTING 

<110> Cancer Care Ontario 
Lee, Jonathan M. 

<120> EEF1A2 FOR USE IN THE PROGNOSIS , DIAGNOSIS AND TREATMENT OF CANCER 
<130> PTQ-0041PCT 

<150> US 60/387,231 
<151> 2002-06-07 

<160> 9 

<170> Patentln version 3.1 

<210> 1 

<211> 14 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 1 
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Giy Lys Pro He Pro Asn Pro Leu Leu Gly Leu Asp Ser Thr 
15 10 



<210> 2 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 2 

cttttgctgg gagtgtgagg 20 

<210> 3 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 3 

gctgggagtg tgtgaggggc tg 22 

<210> 4 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 4 

ggttgctgtg ggcttgagt 19 

<210> 5 

<211> 1841 

<212> DNA 

<213> Homo sapien 

<400> 5 

actgcgccgc caccgtcaat aggtggaccc cctcccggag ataaaaccgc cggcgccggc 60 

gccgccagtc cctctggctg agacctcggc tccggaatca ctgcagcccc cctcgccctg 120 

agccagagca ccccgggtcc cgccagcccc tcacactccc agcaaaatgg gcaaggagaa 180 

gacccacatc aacatcgtgg tcatcggcca cgtggactcc ggaaagtcca ccaccacggg 240 

ccacctcatc tacaaatgcg gaggtattga caaaaggacc attgagaagt tcgagaagga 300 

ggcggctgag atggggaagg gatccttcaa gtatgcctgg gtgctggaca agctgaaggc 360 

ggagcgtgag cgcggcatca ccatcgacat ctccctctgg aagttcgaga ccaccaagta 420 



WO 03/104488 



5 



PCT/CA03/00865 



ctacatcacc 


atcatcgatg 


cccccggcca 


ccgcgacttc 


atcaagaaca 


tgatcacggg 


480 


tacatcccag 


gcggactgcg 


cagtgctgat 


cgtggcggcg 


ggcgtgggcg 


agttcgaggc 


540 


gggcatctcc 


aagaatgggc 


agacgcggga 


gcatgccctg 


ctggcctaca 


cgctgggtgt 


600 


gaagcagctc 


atcgtgggcg 


tgaacaaaat 


ggactccaca 


gagccggcct 


acagcgagaa 


660 


gcgctacgac 


gagatcgtca 


aggaagtcag 


cgcctacatc 


aagaagatcg 


gctacaaccc 


720 


ggccaccgtg 


ccctttgtgc 


ccatctccgg 


ctggcacggt 


gacaacatgc 


tggagccctc 


780 


ccccaacatg 


ccgtggttca 


agggctggaa 


ggtggagcgt 


aaggagggca 


acgcaagcgg 


840 


cgtgtccctg 


ctggaggccc 


tggacaccat 


cctgcccccc 


acgcgcccca 


cggacaagcc 


900 


cctgcgcctg 


ccgctgcagg 


acgtgtacaa 


gattggcggc 


attggcacgg 


tgcccgtggg 


960 


ccgggtggag 


accggcatcc 


tgcggccggg 


catggtggtg 


acctttgcgc 


cagtgaacat 


1020 


caccactgag 


gtgaagtcag 


tggagatgca 


ccacgaggct 


ctgagcgaag 


ctctgcccgg 


1080 


cgacaacgtc 


ggcttcaatg 


tgaagaacgt 


gtcggtgaag 


gacatccggc 


ggggcaacgt 


1140 


gtgtggggac 


agcaagtctg 


acccgccgca 


ggaggctgct 


cagttcacct 


cccaggtcat 


1200 


catcctgaac 


cacccggggc 


agattagcgc 


cggctactcc 


ccggtcatcg 


actgccacac 


1260 


agcccacatc 


gcctgcaagt 


ttgcggagct 


gaaggagaag 


attgaccggc 


gctctggcaa 


1320 


gaagctggag 


gacaacccca 


agtccctgaa 


gtctggagac 


gcggccatcg 


tggagatggt 


1380 


gccgggaaag 


cccatgtgtg 


tggagagctt 


ctcccagtac 


ccgcctctcg gccgcttcgc 


1440 


cgtgcgcgac 


atgaggcaga 


cggtggccgt 


aggcgtcatc 


aagaacgtgg 


agaagaagag 


1500 


cggcggcgcc 


ggcaaggtca 


ccaagtcggc 


gcagaaggcg 


cagaaggcgg 


gcaagtgaag 


1560 


cgcgggcgcc 


cgcggcgcga 


ccctccccgg 


cggcgccgcg 


ctccgaaccc 


cggcccggcc 


1620 






<— i (~t (~< r\t~* t~*t~\ t~* t" r* 

t-y ^yt-^y *— u- o 




cacccccgcc 


aggcgcatgt 


i (Tori 

lo o u 


ctgcacctcc 


gcttgccaga 


ggccctcggt 


cagcgactgg 


atgctcgcca 


tcaaggtcca 


1740 


gtggaagttc 


ttcaagagga 


aaggcgcccc 


cgccccaggc 


ttccgcgccc 


agcgctcgcc 


1800 


acgctcagtg 


cccgttttac 


caataaactg 


agcgacccca 


g 




1841 



<210> 6 

<211> 463 

<212> PRT 

<213> Homo sapien 

<400> 6 

Met Gly Lys Glu Iiys Thr His lie Asn lie Val Val He Gly His Val 
1 5 10 15 

Asp Ser Gly Lys Ser Thr Thr Thr Gly His Leu He Tyr Lys Cys Gly 
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20 25 30 

Gly lie Asp Lys Arg Thr lie Glu Lys Phe Glu Lys Glu Ala Ala Glu 
35 40 45 

Met Gly Lys Gly Ser Phe Lys Tyr Ala Trp Val Leu Asp Lys Leu Lys 
50 55 60 



Ala Glu Arg Gl caaaatggat tccactgagc 540 



caccctacag 


ccagaagaga 


tatgaggaaa 


ttgttaagga 


agtcagcact 


tacattaaga 


600 


aaattggcta 


caaccccgac 


acagtagcat 


ttgtgccaat 


ttctggttgg 


aatggtgaca 


660 


acatgctgga 


gccaagtgct 


aacatgcctt 


ggttcaaggg 


atggaaagtc 


acccgtaagg 


720 


atggcaatgc 


cagtggaacc 


acgctgcttg 


aggctctgga 


ctgcatccta 


ccaccaactc 


780 


gtccaactga 


caagcccttg 


cgcctgcctc 


tccaggatgt 


ctacaaaatt 


ggtggtattg 


840 


gtactgttcc 


tgttggccga 


gtggagactg 


gtgttctcaa 


acccggtatg 


gtggtcacct 


900 


ttgctccagt 


caacgttaca 


acggaagtaa 


aatctgtcga 


aatgcaccat 


gaagctttga 


960 


gtgaagctct 


tcctggggac 


aatgtgggct 


tcaatgtcaa 


gaatgtgtct 


gtcaaggatg 


1020 


ttcgtcgtgg 


caacgttgct 


ggtgacagca 


aaaatgaccc 


accaatggaa 


gcagctggct 


1080 


tcactgctca 


ggtgattatc 


ctgaaccatc 


caggccaaat 


aagcgccggc 


tatgcccctg 


1140 


tattggattg 


ccacacggct 


cacattgcat 


gcaagtttgc 


tgagctgaag 


gaaaagattg 


1200 


atcgccgttc 


tggtaaaaag 


ctggaagatg 


gccctaaatt 


cttgaagtct 


ggtgatgctg 


1260 


ccattgttga 


tatggttcct 


ggcaagccca 


tgtgtgttga 


gagcttctca 


gactatccac 


1320 


ctttgggtcg 


ctttgctgtt 


cgtgatatga 


gacagacagt 


tgcggtgggt 


gtcatcaaag 


1380 


cagtggacaa 


gaaggctgct 


ggagctggca 


aggtcaccaa 


gtctgcccag 


aaagctcaga 


1440 


aggctaaatg 


aatattatcc 


ctaatacctg 


ccaccccact 


cttaatcagt 


ggtggaagaa 


1500 


cggtctcaga 


actgtttgtt 


tcaattggcc 


atttaagttt 


agtagtaaaa 


gactggttaa 


1560 


tgataacaat 


gcatcgtaaa 


accttcagaa 


ggaaaggaga 


atgttttgtg 


gaccactttg 


1620 


gttttctttfc 


ttgcgtgtgg 


cagttttaag 


ttattagttt 


ttaaaatcag 


tactttttaa 


1680 


tggaaacaac 


ttgaccaaaa 


atttgtcaca 


gaattttgag 


acccattaaa 


aaagttaaat 


1740 


gagaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


1800 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaa 






1837 



<210> 8 
<211> 13 
<212> PRT 



WO 03/104488 7 PCT/CA03/00865 



<213> Artificial sequence 
<220> 

<223> Synthetic 
<400> 8 

Ser His Thr Thr Leu Leu Glu Ala Val Asp Cys lie Leu 
15 10 



<210> 9 

<211> 13 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic 

<400> 9 



Ser Gly Val Ser Leu Leu Glu Ala Leu Asp Thr lie Leu 
15 10 



